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MVLVGNKCDLPSRTVDTKQAQDLARSYGIPFIETSAKTRQV DAFYTLVREIR[AM IRKIQEISK IHKINJHAWGINKC IM 189
MVLVGNKCDLPSRTVDTKQAQDLARSYGIPFIETSAKTRQBV DAFYTLVREIR[MN{ IRKIQISK 2KiNJEIANGRKC IM

MVLVGNKCDLPSRTVDTKQAQDLARSYGIPFIETS AKTR (s 150
........................................ GVDDAFYTLVREIRKHKEKMBSKDGKKKKKKSKTKCVIM 75
MVLVGNKCDLPSRTVDTKQAQDLARSYGIPFIETSAKTRQGVDDAFYTLVREIRKHKEKMB 163
MVLVGNKCDLPSRTVDTKQAQDLARSYGIPFIETSAKTRQGVDDAFYTLVREIRKHKEKME 188
MVLVGNKCDLPSRTVDTKQAQDLARSYGIPFIETSAKTRQGVDDAFYTLVREIRKHKEKMRE 188
MVLVGNKCDLPSRTVDTKQAQDLARSYGIPFIETSAKTRQGVDDAFYTLVREIRKHKEKME 188
MVLVGNKCDLPSRTVDTKQAQDLARSYGIPFIETSAKTRQGVDDAFYTLVREIRKHKEKME 122
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IGDCVGLpS E VURNSHINIMQIQCKGGLKGALQFNSHTLHQWLKDKNKGEIYDAAIDLFTRSCAGYCVATFILGIGDRHNSNINIVKDDGQLIFHESYFGHFLDHKKKKF
IGDCVGLpRaVEYRNSHINIMQIQCKGGLKGALQFNSHTLHQWLKDKNKGEIYDAAIDLFTRSCAGYCVATFILGIGDRHNSNIWIVKDDGQLJJHISEF GHFLDHKKKKF
IGDCVGLpRaV/RNSHIWIMQIQCKGGLKGALQFNSHTLHQWLKDKNKGEIYDAAIDLFTRSCAGYCVATFILGIGDRHNSNIUVKDDGQL|gHERN)FGHFLDHKKKKF

GYKRERVPFVLTQDFLIVISKGAQECTKTREFESSQGECFQLFPIQYDIGRGEVT . . . . . e e e e e e e e e e e e e e
GYKRERVPFVLTQDFLIVISKGAQECTKTREFERFQEMCYKAYLAIRQHANLFINLFSMMLGSGMPELQSFDDIAYIRKTLALDKTEQEALEYFMKQMNDAHHGG
GYKRERVPFVLTQDFLIVISKGAQECTKTREFERFQEMCYKAYLAIRQHANLFINLFSMMLGSGMPELQSFDDIAYIRKTLALDKTEQEALEYFMKQMNDAHHGG
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NQELLSVGSKRRRTCGSLRANPSSSQUDEEQ NRVVEEEQQQQLRQQEEEHTARNCEVVEVERRLCLQNDSQRCALEENNNRF | SVDEDSSNQEEQEEDEEHA

MNQELLSVGSKRRRTGGSLRGNPSSSQVDEEQMNRVVEEEQQQQLRQQEEEATARNGEVVGVEPRPGGQNDSQQGQLEENNNRF ISVDEDSSGNQEEQEEDEEHA
MNQELLSVGSKRRRTGGSLRGNPSSSQVDEEQMNRVVEEEQQQQLRQQEEEHTARNGEVVGVEPRPGGQNDSQQGQLEENNNRFISVDEDSSGNQEEQEEDEEHA
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FODEEDEFEEE DOFSDDEDASRDSSRED EHTLV o ISV INSSS TypLwLss Pyl HRKL DH SEVRSFSLCKC KVSEYTSTTELY

Q
GEQDEEDEEEEEMDQESDDFDQSDDSSREDEHT HTNSVTNSSSIVDLPVHQLSSPFYTKTTKMKRKLDHGSEVRSFSLGKKPCKVSEYTSTTGLVPC
HTNSVTNSSSIVDLPVHQLSSPFYTKTTKMKRKLDHGSEVRSFSLGKKPCKVSEYTSTTGLVPC
HTNSVTNSSSIVDLPVHQLSSPFYTKTTKMKRKLDHGSEVRSFSLGKKPCKVSEYTSTTGLVPC

HTNSVTNSSSIVDLPVHQLSSPFYTKTTKMKRKLDHGSEVRSFSLGKKPCKVSEYTSTTGLVPC

GEQDEEDEEEEEMDQESDDFDQSDDSSREDEHT
GEQDEEDEEEEEMDQESDDFDQSDDSSREDEHT
GEQDEEDEEEEEMDQESDDFDQSDDSSREDEHT,

s ok %k ok ok %k ok % ok %k ok % ok % ok ok ok kK ok K ok Xk * % %k % sk sk ok % ok % ok % ok % ok % ok % ok % K %k K %k Kk %k % 5k %k ok %k ok % ok 5 ok % ok 5 5k 5k % 5k %k % % % % 5 % 5k %k >k %k >k % >k % >k % k % *k k%

HTFTTFEDLAAAQCRARI TGP TEEILK POt/ BHLLALOEL 05 e vl E-GrpOF L RELALWLH AL

SATPTTFGDLRAANGQGQQRRRITSVQPPTGLQEWLKMFQSWSGPEKLLALDELIDSCEPTQVKHMMQVIEPQFQRDFISLLPKELALYVLSFLEPKDLLQAAQT
SATPTTFGDLRAANGQGQQRRRITSVQPPTGLQEWLKMFQSWSGPEKLLALDELIDSCEPTQVKHMMQVIEPQFQRDFISLLPKELALYVLSFLEPKDLLQAAQT|
SATPTTFGDLRAANGQGQQRRRITSVQPPTGLQEWLKMFQSWSGPEKLLALDELIDSCEPTQVKHMMQVIEPQFQRDFISLLPKELALYVLSFLEPKDLLQAAQT
SATPTTFGDLRAANGQGQQRRRITSVQPPTGLQEWLKMFQSWSGPEKLLALDELIDSCEPTQVKHMMQVIEPQFQRDFISLLPKELALYVLSFLEPKDLLQAAQT|
SATPTTFGDLRAANGQGQQRRRITSVQPPTGLQEWLKMFQSWSGPEKLLALDELIDSCEPTQVKHMMQVIEPQFQRDFISLLPKELALYVLSFLEPKDLLQAAQT
SATPTTFGDLRAANGQGQQRRRITSVQPPTGLQEWLKMFQSWSGPEKLLALDELIDSCEPTQVKHMMQVIEPQFQRDFISLLPKELALYVLSFLEPKDLLQAAQT|
RDFISLLPKELALYVLSFLEPKDLLQAAQT]
ISLLPKELALYVLSFLEPKDLLQAAQT
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CRYWRILAEDNLLWREKCKEEGIDEPLHIKRRKVIKPGFIHSPWKSAYIRQHRIDTNWRRGELKSPKVLKGHDDHVITCLQFCGNRIVSGSDDNTLKVWSAVTGK|
CRYWRILAEDNLLWREKCKEEGIDEPLHIKRRKVIKPGFIHSPWKSAYIRQHRIDTNWRRGELKSPKVLKGHDDHVITCLQFCGNRIVSGSDDNTLKVWSAVTGK|
CRYWRILAEDNLLWREKCKEEGIDEPLHIKRRKVIKPGFIHSPWKSAYIRQHRIDTNWRRGELKSPKVLKGHDDHVITCLQFCGNRIVSGSDDNTLKVWSAVTGK|
CRYWRILAEDNLLWREKCKEEGIDEPLHIKRRKVIKPGFIHSPWKSAYIRQHRIDTNWRRGELKSPKVLKGHDDHVITCLQFCGNRIVSGSDDNTLKVWSAVTGK|

CRYWRILAEDNLLWREKCKEEGIDEPLHIKRRKVIKPGFIHSPWKSAYIRQHRIDTNWRRGELKSPKVLKGHDDHVITCLQFCGNRIVSGSDDNTLKVWSAVTGK|
CRYWRILAEDNLLWREKCKEEGIDEPLHIKRRKVIKPGFIHSPWKSAYIRQHRIDTNWRRGELKSPKVLKGHDDHVITCLOQFCGNRIVSGSDDNTLKVWSAVTGK
CRYWRILAEDNLLWREKC

CRYWRILAEDNLLWREKC
sk ok sk ok ok ok ok ok ok % ok %k ok % ok % ok % ok % ok % ok %k ok % ok %k ok %k ok sk %k sk %k ok %k ok %k ok %k ok 3k ok % ok % ok % ok % ok % ok % ok % ok %k % %k %k %k %k 5k %k 5k % ok % >k % >k % >k % >k % >k  *k k Kk Kk %

LRTLVERTGEVISSQ RONIT1SCSTORTLKVINAET G HTLYGHTSTR HLHERGRS:SROATLRVIDIETCQ: L CHUAAVR VGYD:RRANS

CLRTLVGHTGGVWSSQMRDNIIISGSTDRTLKVWNAETGECIHTLYGHTSTVRCMHLHEKRVVSGSRDATLRVWDIETGQCLHVLMGHVAAVRCVQYDGRRVVSG
CLRTLVGHTGGVWSSQMRDNIIISGSTDRTLKVWNAETGECIHTLYGHTSTVRCMHLHEKRVVSGSRDATLRVWDIETGQCLHVLMGHVAAVRCVQYDGRRVVSG
CLRTLVGHTGGVWSSQMRDNIIISGSTDRTLKVWNAETGECIHTLYGHTSTVRCMHLHEKRVVSGSRDATLRVWDIETGQCLHVLMGHVAAVRCVQYDGRRVVSG
CLRTLVGHTGGVWSSQMRDNIIISGSTDRTLKVWNAETGECIHTLYGHTSTVRCMHLHEKRVVSGSRDATLRVWDIETGQCLHVLMGHVAAVRCVQYDGRRVVSG
CLRTLVGHTGGVWSSQMRDNIIISGSTDRTLKVWNAETGECIHTLYGHTSTVRCMHLHEKRVVSGSRDATLRVWDIETGQCLHVLMGHVAAVRCVQYDGRRVVSG
CLRTLVGHTGGVWSSQMRDNIIISGSTDRTLKVWNAETGECIHTLYGHTSTVRCMHLHEKRVVSGSRDATLRVWDIETGQCLHVLMGHVAAVRCVQYDGRRVVSG
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AYOF ARVDPETET LATLQCHTRVASLCRDCIHWSCSLDTSVIDVETEN THTLTCHRSLTSC: ELKONI LVSCIADS VKT DIKTCQ LATLQCENK

AYDFMVKVWDPETETCLHTLQGHTNRVYSLQFDGIHVVSGSLDTSIRVWDVETGNCIHTLTGHQSLTSGMELKDNILVSGNADSTVKIWDIKTGQCLQTLQGPNK
AYDFMVKVWDPETETCLHTLQGHTNRVYSLQFDGIHVVSGSLDTSIRVWDVETGNCIHTLTGHQSLTSGMELKDNILVSGNADSTVKIWDIKTGQCLQTLQGPNK|
AYDFMVKVWDPETETCLHTLQGHTNRVYSLQFDGIHVVSGSLDTSIRVWDVETGNCIHTLTGHQSLTSGMELKDNILVSGNADSTVKIWDIKTGQCLQTLQGPNK|
AYDFMVKVWDPETETCLHTLQGHTNRVYSLQFDGIHVVSGSLDTSIRVWDVETGNCIHTLTGHQSLTSGMELKDNILVSGNADSTVKIWDIKTGQCLQTLQGPNK|
AYDFMVKVWDPETETCLHTLQGHTNRVYSLQFDGIHVVSGSLDTSIRVWDVETGNCIHTLTGHQSLTSGMELKDNILVSGNADSTVKIWDIKTGQCLQTLQGPNK
AYDFMVKVWDPETETCLHTLQGHTNRVYSLQFDGIHVVSGSLDTSIRVWDVETGNCIHTLTGHQSLTSGMELKDNILVSGNADSTVKIWDIKTGQCLQTLQGPNK|
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FOOAVTT LQFNKNFVITSSDDSTVRLIDLATCEF RNLVTLESCCSCCWIRTRASTRLV AVCSRNCTEE TRLLVLDFIVD K

HQSAVTCLQFNKNFVITSSDDGTVKLWDLKTGEFIRNLVTLESGGSGGVVWRIRASNTKLVCAVGSRNGTEETKLLVLDFDVDMK 589
HQSAVTCLQFNKNFVITSSDDGTVKLWDLKTGEFIRNLVTLESGGSGGVVWRIRASNTKLVCAVGSRNGTEETKLLVLDFDVDMK 627
HQSAVTCLQFNKNFVITSSDDGTVKLWDLKTGEFIRNLVTLESGGSGGVVWRIRASNTKLVCAVGSRNGTEETKLLVLDFDVDMK 707
HQSAVTCLQFNKNFVITSSDDGTVKLWDLKTGEFIRNLVTLESGGSGGVVWRIRASNTKLVCAVGSRNGTEETKLLVLDFDVDMK 707
HQSAVTCLQFNKNFVITSSDDGTVKLWDLKTGEFIRNLVTLESGGSGGVVWRIRASNTKLVCAVGSRNGTEETKLLVLDFDVDMK 707
HQSAVTCLQFNKNFVITSSDDGTVKLWDLKTGEFIRNLVTLESGGSGGVVWRIRASNTKLVCAVGSRNGTEETKLLVLDFDVDMK 707

>k >k 3k sk >k 5k 3k >k 5k 5k >k 5k 5k k >k 5k sk >k 5k 3k 3k >k 5k sk >k 5k 3k >k 5k 5k >k >k 5k k >k 5k 5k >k 5k 5k >k >k 5k 3k >k 5k 5k >k 5k 3k k >k 5k >k >k 5k >k >k 5k >k >k >k 5k >k %k 5k >k >k >k 5k %k %k 5k %k %k >k >k %k > % %k %k % % %k
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O S TNTPTNOALSIVSL HRO:CESETFAKRAIEOLVRRLNERKDELDSLI TAI TTNCAR: S VTICRTLD:RLUVACRRLF -+ YARL ROy

ESETFAKRAIESLVKKLKEKKDELDSLITAITTNGAHPSKCVTIQRTLDGRLQVAGRKGFPHVIYARLWRWPDLH

MDNMSITNTPTSNDACLSIVHSLMCHRQOGGESETFAKRAIESLVKKLKEKKDELDSLITAITTNGAHPSKCVTIQRTLDGRLQVAGRKGFPHVIYARLWRWPDLH

MDNMSITNTPTSNDACLSIVHSLMCHRQGGESETFAKRAIESLVKKLKEKKDELDSLITAITTNGAHPSKCVTIQRTLDGRLQVAGRKGFPHVIYARLWRWPDLH
MDNMSITNTPTSNDACLSIVHSLMCHRQNGGESETFAKRAIESLVKKLKEKKDELDSLITAITTNGAHPSKCVTIQRTLDGRLQVAGRKGFPHVIYARLWRWPDLH
MDNMSITNTPTSNDACLSIVHSLMCHRQGGESETFAKRAIESLVKKLKEKKDELDSLITAITTNGAHPSKCVTIQRTLDGRLQVAGRKGFPHVIYARLWRWPDLH

5k % 5k %k ok 5k %k ok %k ok %k ok %k ok % ok 3 ok 3 5k 3 5k 3 K 5k K 5 % 5 % 5k % 5k % 5k %k 5k %k 5k 5k 5k 5 5k 3 5k 3 5k 3 %k 3 % % % % % 5 % 5 % 5 % 5k %k 5k % 5k % 5k % 5k % 5 % 5% 5 % 5 % * % * % * % 5 % 5 % 5k % > % >k % >k % >k * *k % *k % *k %

BOELKEVRY CYADLK DOV VNPYYERWIPC I DLSCLTLOSHARSS! VKDEYVHDEECQPSLSTECHS QT |QHPPSNRASTETYS TPALLAPSESNATS

KNELKHVKYCQYAFDLKCDSVCVNPYHYERVVSPGI
KNELKHVKYCQYAFDLKCDSVCVNP

KNELKHVKYCQYAFDLKCDSVCVNPYHYERVVSPGIDLSGLTLQSNAPSSMMVKDEYVHDFEGQPSLSTEGHSIQTIQHPPSNRASTETYSTPALLAPSESNATS
KNELKHVKYCQYAFDLKCDSVCVNPYHYERVVSPGIDLSGLTLQSNAPSSMMVKDEYVHDFEGQPSLSTEGHSIQTIQHPPSNRASTETYSTPALLAPSESNATS

KNELKHVKYCQYAFDLKCDSVCVNPYHYERVVSPGIDLSGLTLQSNAPSSMMVKDEYVHDFEGQPSLSTEGHSIQTIQHPPSNRASTETYSTPALLAPSESNATS
KNELKHVKYCQYAFDLKCDSVCVNPYHYERVVSPGIDLSGLTLQSNAPSSMMVKDEYVHDFEGQPSLSTEGHSIQTIQHPPSNRASTETYSTPALLAPSESNATS

5k %k ok %k ok ok %k ok % ok %k ok %k ok % ok % ok 3 ok 3 ok % K 5 K 3 K % % 3k % 5k % 5k %k 5k %k 5k % 5k 3 5k 3 5k 5k 5k 3 5k 5k 3 %k % % % % % % 5k % 5k %k 5k % 5k % 5k % 5k % 5k % 5k % %k * % % % % % % % % 5 % 5k % > % >k % >k % >k % *k * *k kK %

TANFPNTPVASTSQPAS I LGGSHSEGLLQIASGPQPGRQQNGFTCQPATYHHNS TTTWTGSRTAPYTPNLPHHQNGHLQHHPP! PPHPGHYWPVHNELAFQPP | S

T AN E PN T P VA S T
IS RRAWEENS OPASTLGGSHSEGLLQIASGPQPGQQQONGFTGQPATYHHNSTTTWTGSRTAPYTPNLPHHQNGHLQHHPPMPPHPGHYWPVHNELAFQPPIS
IS BRRAFRUNS OPASTLGGSHSEGLLQIASGPQPGQQQNGFTGQPATYHHNSTTTWTGSRTAPYTPNLPHHONGHLQHHPPMPPHPGHYWPVHNELAFQPPIS
ISR PRV UNSQPASTILGGSHSEGLLQIASGPQPGQQQNGFTGQPATYHHNSTTTWTGSRTAPYTPNLPHHQOQNGHLQHHPPMPPHPGHYWPVHNELAFQPPIS

* % %k % ok % ok Kok Kok X
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B IAYFE DNGHCETERYPSS. ITVDCYVPSCCORF L CCLSINRRTEAIERARLHI CKCVGLE K- OV LODHAVRVGSYYLDREACR

..... EYWCSIAYFEMDVQVGETFKVPSSCPIVTVDGYVDPSGGDRFCLGQLSNVHRTEAIERARLHIGKGVQLECKGEGDVWVRCLSDHAVFVQSYYLDREAGR]

MNPEYWCSTIAYFEMDVQVGETFKVPSSCPIVTVDGYVDPSGGDRFCLGQLSNVHRTEAIERARLHIGKGVQLECKGEGDVWVRCLSDHAVFVQSYYLDREAGR)
NHPAPEYWCSIAYFEMDVQVGETFKVPSSCPIVTVDGYVDPSGGDRFCLGQLSNVHRTEAIERARLHIGKGVQLECKGEGDVWVRCLSDHAVFVQSYYLDREAGR
WIFAPEYWCSTAYFEMDVQVGETFKVPSSCPIVTVDGYVDPSGGDRFCLGQLSNVHRTEAIERARLHIGKGVQLECKGEGDVWVRCLSDHAVFVQSYYLDREAGR]
WEAF\PEYWCSTAYFEMDVQVGETFKVPSSCPIVTVDGYVDPSGGDRFCLGQLSNVHRTEATERARLHIGKGVQLECKGEGDVWVRCLSDHAVFVQSYYLDREAGR
...... YWCSTIAYFEMDVQVGETFKVPSSCPIVTVDGYVDPSGGDRFCLGQLSNVHRTEAIERARLHIGKGVQLECKGEGDVWVRCLSDHAVFVQSYYLDREAGR]

sk 5k 5k ok ok %k ok % ok %k ok 3 ok 3 ok 3k 5k 3k 5k 3 K 3 K 5 % 5 % 5k % 5k % 5k %k 5k % 5k % >k 3 >k 3 >k 3 > 5 5 5 % 5 % 5 % 5 % 5 % 5 % 5k %k 5 % 5k % 5 5 > 3 > 3% > 5 5% 5 % 5 % 5 % 5 % 5 % > % > % > % > % > % > % >k % *k * *k

AP VR Y4 YKVFDLRQ R CORAATACARARACAAAVACHTCP SVCL APAISLOMAACCDDLARL LR SFURGHC-DYPRRS IKET™ 1

APGDAVHKIYPSAYIKVFDLRQCHROMQQQAATAQAAAAAQAAAVAGNIPGPGSVGGIAPAISLSAAAGIGVDDLRRLCILRMSFVKGWGPDYPRQSIKETPCWI
APGDAVHKIYPSAYIKVFDLRQCHROMQQQAATAQAAAAAQAAAVAGNIPGPGSVGGIAPAISLSAAAGIGVDDLRRLCILRMSFVKGWGPDYPRQSIKETPCWI

APGDAVHKIYPSAYIKVFDLRQCHRQMQOQQAATAQAAAAAQAAAVAGNIPGPGSVGGIAPAISLSAAAGIGVDDLRRLCILRMSFVKGWGPDYPRQSIKETPCWI
APGDAVHKIYPSAYIKVFDLRQCHRQMQQQAATAQAAAAAQAAAVAGNIPGPGSVGGIAPAISLSAAAGIGVDDLRRLCILRMSFVKGWGPDYPRQSIKETPCWI
APGDAVHKIYPSAYIKVFDLRQCHRQMQQQAATAQAAAAAQAAAVAGNIPGPGSVGGIAPAISLSAAAGIGVDDLRRLCILRMSFVKGWGPDYPRQSIKETPCWI
APGDAVHKIYPSAYIKVFDLRQCHRQMQQQAATAQAAAAAQAAAVAGNIPGPGSVGGIAPAISLSAAAGIGVDDLRRLCILRMSFVKGWGPDYPRQSIKETPCWI
% 5 % % %k % 5k % ok % ok %k ok % 5k 3 5k 3 5k 3 5k 3 5k 3 K 3 K 5 % 5 % 5 % 5k % 5k %k 5k % 5k % 5k 3 5k 3 5k 3 5k 3 %k % % 5 % 5 % 5 % 5 % 5 % 5 % 5 % 5 % 5 % 5 % > % % * % * % * % 5 % 5 % > % > % > % > % > % >k * *k % *k * *k ¥

EHLFRALQLLDEVLET PIADGPLD

124
100
210
EIHLHRALQLLDEVLHTMPIADPQPLD 456
EIHLHRALQLLDEVLHTMPIADPQPLD 552
EIHLHRALQLLDEVLHTMPIADPQPLD 552
EIHLHRALQLLDEVLHTMPIADPQPLD 552
ETHLHRALQLLDEVLHTMPIADPQPLD 231

% % ok %k % ok % ok % ok % ok % ok % ok  k * K k K k Kk X

X non-conserved
B similar
> 50% conserved

124
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100
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420
420
420

99

124
100
205
429
525
525
525
204



©®ee

Qe
¢
logo

ERBB3-213
ERBB3-214
IPRO06211
IPR0O32778
ERBB3-Canonical
ERBB3-201
ERBB3-230
ERBB3-228
ERBB3-227
ERBB3-203
IPR0O00494
consensus

logo

ERBB3-213
ERBB3-214
IPRO06211
IPR0O32778
ERBB3-Canonical
ERBB3-201
ERBB3-230
ERBB3-228
ERBB3-227
ERBB3-203
IPR0O00494
consensus

logo

ERBB3-213
ERBB3-214
IPRO06211
IPR0O32778
ERBB3-Canonical
ERBB3-201
ERBB3-230
ERBB3-228
ERBB3-227
ERBB3-203
IPR000494
consensus

RANDALQVLGLLFSLARGSEVCENSQAV TLNCLSVTCDAENQYQTLYKLYER®C EVV Nl.E|V|.-|- HNADLSFLQW|REVT YVl.VA NEFSTL |. Nl.RVV

MRANDALQVLGLLFSLARGSEVGNSQAVCPGTLNGLSVTGDAENQYQTLYKLYERCEVVU{eIIRNRARNE VIR N AN TRNAA NN ARRFNII A Y RN N AAY
MRANDALQVLGLLFSLARGSEVGNSQAVCPGTLNGLSVTGDAENQYQTLYKLYERCEV V(G iRoNRARNes 0 oo Ry -y NaL AR AN AARFSUNN I NN AW N AAY
........................................................... MGNLEIVLTGHNADLSFLQWIREVTGYVLVAMNEFSTLPLPNLRVV
........................................................... MGNLEIVLTGHNADLSFLQWIREVTGYVLVAMNEFSTLPLPNLRVV
........................................................... MGNLEIVLTGHNADLSFLQWIREVTGYVLVAMNEFSTLPLPNLRVV
........................................................... MGNLEIVLTGHNADLSFLQWIREVTGYVLVAMNEFSTLPLPNLRVYV|

RCTQVYDCKFATFV LINNTNSSHALRQLRLTLTEN LSCCVY I EXNDKLH DT 1D/1RD VRDRDAE I\WKDNCRS P HEVKER GPCSED-QTLTKT

RGTQVYDGKFAIFVMLNYNTNSSHALRQLRLTQLTEILSGGVYIEKNDKLCHMDTIDWRDIVRDRDAEIVVKDNGRSCPPCHEVCKGRCWGPGSEDCQTLTKTIC
RGTQVYDGKFAIFVMLNYNTNSSHALRQLRLTQLTEILSGGVYIEKNDKLCHMDTIDWRDIVRDRDAEIVVKDNGRSCPPCHEVCKGRCWGPGSEDCQTLTKTIC

RGTQVYDGKFAIFVMLNYNTNSSHALRQLRLTQLTEILSGGVYIEKNDKLCHMDTIDWRDIVRDRDAEIVVKDNGRSCPPCHEVCKGRCWGPGSEDCQTLTKTIC
RGTQVYDGKFAIFVMLNYNTNSSHALRQLRLTQLTEILSGGVYIEKNDKLCHMDTIDWRDIVRDRDAEIVVKDNGRSCPPCHEVCKGRCWGPGSEDCQTLTKTIC
RGTQVYDGKFAIFVMLNYNTNSSHALRQLRLTQLTEILSGGVYIEKNDKLCHMDTIDWRDIVRDRDAEIVVKDNGRSCPPCHEVCKGRCWGPGSEDCQTLTKTIC
RGTQVYDGKFATIFVMLNYNTNSSHALRQLRLTQLTEILSGGVYIEKNDKLCHMDTIDWRDIVRDRDAEIVVKDNGRSCPPCHEVCKGRCWGPGSEDCQTLTKTIC

>k 3 3k 3k >k 3k k >k 5k 5k >k 5k 5k >k %k 5k %k %k 5k %k %k >k 5k k >k 5k k %

APQUNCH FEPNPNQECHDE AGGSCPQDTD.FACRAFNDSCACVPRPQPLVYNKLTFQLEPNPHTRYAYCCY-VAS_RNFWDQTSVRACPPDK EVERN

APQCNGHCFGPNPNQCCHDECAGGCSGPQDTDCFACRHFNDSGACVPRCPQPLVYNKLTFQLEPNPHTKYQYGGVCVASCPHNFVVDQTSCVRACPPDKMEVDKN|

APQCNGHCFGPNPNQCCHDECAGGCSGPQDTDCFACRHFNDSGACVPRCPQPLVYNKLTFQLEPNPHTKYQYGGVCVASCPHNFVVDQTSCVRACPPDKMEVDKN
APQCNGHCFGPNPNQCCHDECAGGCSGPQDTDCFACRHFNDSGACVPRCPQPLVYNKLTFQLEPNPHTKYQYGGVCVASCPHNFVVDQTSCVRACPPDKMEVDKN|

APQCNGHCFGPNPNQCCHDECAGGCSGPQDTDCFACRHFNDSGACVPRCPQPLVYNKLTFQLEPNPHTKYQYGGVCVASCPHNFVVDQTSCVRACPPDKMEVDKN
APQCNGHCFGPNPNQCCHDECAGGCSGPQDTDCFACRHFNDSGACVPRCPQPLVYNKLTFQLEPNPHTKYQYGGVCVASCPHNFVVDQTSCVRACPPDKMEVDKN|
APQCNGHCFGPNPNQCCHDECAGGCSGPQDTDCFACRHFNDSGACVPRCPQPLVYNKLTFQLEPNPHTKYQYGGVCVASCPHNFVVDQTSCVRACPPDKMEVDKN|
APQCNGHCFGPNPNQCCHDECAGGCSGPQDTDCFACRHFNDSGACVPRCPQPLVYNKLTFQLEPNPHTKYQYGGVCVASCPHNFVVDQTSCVRACPPDKMEVDKN|

s ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok 3 ok s ok s ok s ok %k ok sk ok sk ok sk ok sk ok ok ok ok ok ok %k ok %k ok %k ok % ok %k ok % ok %k ok %k ok %k ok %k ok ok ok ok ok ok %k ok %k ok %k ok % ok % ok % ok %k ok %k ok %k ok %k ok %k %k %k %k ok %k ok %k ok % >k %k >k % >k k >k k k %
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LK P CCCLCPRACECTCSCRFQTVDSSNIDCFYNC TTLCNLOFLI TCLNCDREKTFALDP EXLAVERTVRE I TCYLN QS H HFSVESHLTT

GLKMCEPCGGLCPKACEGTGSGSRFQTVDSSNIDGFVNCTKILGNLDFLITGLNGDPWHKIPALDPEKLNVFRTVREITGYLNIQSWPPHMHNFSVFSNLTTIGG
GLKMCEPCGGLCPKACEGTGSGSRFQTVDSSNIDGFVNCTKILGNLDFLITGLNGDPWHKIPALDPEKLNVFRTVREITGYLNIQSWPPHMHNFSVFSNLTTIGG]
GLKMCEPCGGLCPKACEGTGSGSRFQTVDSSNIDGFVNCTKILGNLDFLITGLNGDPWHKIPALDPEKLNVFRTVREITGYLNIQSWPPHMHNFSVFSNLTTIGG
GLKMCEPCGGLCPKACEGTGSGSRFQTVDSSNIDGFVNCTKILGNLDFLITGLNGDPWHKIPALDPEKLNVFRTVREITGYLNIQSWPPHMHNFSVFSNLTTIGG]
GLKMCEPCGGLCPKACEGTGSGSRFQTVDSSNIDGFVNCTKILGNLDFLITGLNGDPWHKIPALDPEKLNVFRTVREITGYLNIQSWPPHMHNFSVFSNLTTIGG
GLKMCEPCGGLCPKACEGTGSGSRFQTVDSSNIDGFVNCTKILGNLDFLITGLNGDPWHKIPALDPEKLNVFRTVREITGYLNIQSWPPHMHNFSVFSNLTTIGG

GFVNCTKILGNLDFLITGLNGDPWHKIPALDPEKLNVFRTVREITGYLNIQSWPPHMHNFSVFSNLTTIGG
ok ok ok ok ok ok ok ok ok ok % ok ok ok k sk ok %k ok ok ok ok ok ok ok ok %k ok % ok 3 ok 3 ok % ok % ok % ok % ok % ok % ok %k ok %k ok sk ok ok %k ok %k >k %k >k % >k % >k 3 >k % >k % >k % >k % 5k % 5k % %k % %k >k % >k % >k k k

ROLYORCFSLLI KNLANTLCFROLKE I SACRIY I SANRAL HHSLNITVLR: TEERLDIKEARPRRD VAECKYDPL SSCACHPEPEQ L RIYOR

RSLYNRGFSLLIMKNLNVTSLGFRSLKEISAGRIYISANRQLCYHHSLNWTKVLRGPTEERLDIKHNRPRRDCVAEGKVCDPLCSSGGCWGPGPGQCLSCRNYSR|

RSLYNRGFSLLIMKNLNVTSLGFRSLKEISAGRIYISANRQLCYHHSLNW
s 5k %k ok ok ok ok ok ok %k ok %k ok % ok % ok 3 ok % ok % 5k % ok % ok % ok % %k % %k %k %k >k %k >k % >k % >k % >k % >k * k 5k %k ok ok ok ok ok ok %k ok %k ok %k ok % ok % ok % ok ok k k %

VT NFLNCEREFAREAE FS HPE QP ECTATENCSCSOTAQARERDY:Fr VoS P HCVLCARC [YRYPDVENE R HENTU KPELED L

GGVCVTHCNFLNGEPREFAHEAECFSCHPECQPMEGTATCNGSGSDTCAQCAHFRDGPHCVSSCPHGVLGAKGPIYKYPDVQNECRPCHENCTQGCKGPELQDCH
GGVCVTHCNFLNGEPREFAHEAECFSCHPECQPMEGTATCNGSGSDTCAQCAHFRDGPHCVSSCPHGVLGAKGPIYKYPDVQNECRPCHENCTQGCKGPELQDCL
GGVCVTHCNFLNGEPREFAHEAECFSCHPECQPMEGTATCNGSGSDTCAQCAHFRDGPHCVSSCPHGVLGAKGPIYKYPDVQNECRPCHENCTQGCKGPELQDCL

GGVCVTHCNFLNGEPREFAHEAECFSCHPECQPMEGTATCNGSGSDTCAQCAHFRDGPHCVSSCPHGVLGAKGPIYKYPDVOQNECRPCHENCTQGCKGPELQDCL
GGVCVTHCNFLNGEPREFAHEAECFSCHPECQPMEGTATCNGSGSDTCAQCAHFRDGPHCVSSCPHGVLGAKGPIYKYPDVQNECRPCHENCTQGCKGPELQDCL
GGVCVTHCNFLNGEPREFAHEAECFSCHPECOPMEGTATCNGSGSDTCAQCAHFRDGPHCVSSCPHGVLGAKGPIYKYPDVONECRPCHENCTQGCKGPELQDCL
GGVCVTHCNFLNGEPREFAHEAECFSCHPECQPMEGTATCNGSGSDTCAQCAHFRDGPHCVSSCPHGVLGAKGPIYKYPDVQNECRPCHENCTQGCKGPELQDCL

s ok %k ok sk ok ok ok ok ok ok %k ok %k ok %k ok % ok s ok % ok %k ok % ok %k ok %k ok 3k ok 3k % 3k %k ok %k ok %k ok %k ok %k ok % ok % ok % ok %k ok %k ok %k ok %k %k %k %k 5k %k ok % ok % ok % 5k % 5k % >k % 5k % 5k %k 5k % %k % %k % % % %k >k %k >k %k >k %k >k % >k % >k % *k k *k %
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QTLVLACKTHLT ALTVIACLWIELECTELYIRCRR CNRRA RRYLERCESIEPLD-SERANKVLARI FKE TELRKLKVLESCVRCTVHKCWI I PECES|

GQTLVLIGKTHLTMALTVIAGLVVIFMMLGGTFLYWRGRRIQONKRAMRRYLERGESIEPLDPSEKANKVLARIFKETELRKLKVLGSGVFGTVHKGVWIPEGESI
GQTLVLIGKTHLTMALTVIAGLVVIFMMLGGTFLYWRGRRIQONKRAMRRYLERGESIEPLDPSEKANKVLARIFKETELRKLKVLGSGVFGTVHKGVWIPEGESI

GQTLVLIGKTHLTMALTVIAGLVVIFMMLGGTFLYWRGRRIQNKRAMRRYLERGESIEPLDPSEKANKVLARIFKETELRKLKVLGSGVFGTVHKGVWIPEGESI
GQTLVLIGKTHLTMALTVIAGLVVIFMMLGGTFLYWRGRRIQNKRAMRRYLERGESIEPLDPSEKANKVLARIFKETELRKLKVLGSGVFGTVHKGVWIPEGESI
GQTLVLIGKTHLTMALTVIAGLVVIFMMLGGTFLYWRGRRIQONKRAMRRYLERGESIEPLDPSEKANKVLARIFKETELRKLKVLGSGVFGTVHKGVWIPEGESI
GQTLVLIGKTHLTMALTVIAGLVVIFMMLGGTFLYWRGRRIQNKRAMRRYLERGESIEPLDPSEKANKVLARIFKETELRKLKVLGSGVFGTVHKGVWIPEGESI

s ok sk ok ok ok ok ok ok ok ok ok ok %k ok ok % ok s ok % ok sk ok %k ok %k ok sk ok sk ok ok ok ok ok ok ok ok % ok % ok % ok % ok %k ok %k ok %k ok %k %k ok %k ok %k ok K ok %

KI PV TRV EDKSCRASFQAVTDH  LAT CSLORARIVRLLELCPGSSLQLVTQYLPLCSLLDAVRAHREALGHQLLLNAGVAT AKC YYLEEHC VERNLAARNY

KIPVCIKVIEDKSGRQSFQAVTDHMLAIGSLDHAHIVRLLGLCPGSSLQLVTQYLPLGSLLDHVRQHRGALGPQLLLNWGVQIAKGMYYLEEHGMVHRNLAARNYV|
KIPVCIKVIEDKSGRQOSFQAVTDHMLAIGSLDHAHIVRLLGLCPGSSLQLVTQYLPLGSLLDHVRQHRGALGPQLLLNWGVQIAKGMYYLEEHGMVHRNLAARNYV|
KIPVCIKVIEDKSGRQSFQAVTDHMLAIGSLDHAHIVRLLGLCPGSSLQLVTQYLPLGSLLDHVRQHRGALGPQLLLNWGVQIAKGMYYLEEHGMVHRNLAARNYV
KIPVCIKVIEDKSGROSFQAVTDHMLAIGSLDHAHIVRLLGLCPGSSLQLVTQYLPLGSLLDHVRQHRGALGPQLLLNWGVQIAKGMYYLEEHGMVHRNLAARNYV|
KIPVCIKVIEDKSGROSFQAVTDHMLAIGSLDHAHIVRLLGLCPGSSLQLVTQYLPLGSLLDHVRQHRGALGPQLLLNWGVQIAKGMYYLEEHGMVHRNLAARNYV|
KIPVCIKVIEDKSGRQSFQAVTDHMLAIGSLDHAHIVRLLGLCPGSSLQLVTQYLPLGSLLDHVRQHRGALGPQLLLNWGVQIAKGMYYLEEHGMVHRNLAARNYV

LLKSPSOVQVADFCVADLLPPDDKQLLYSERKT? K1 ALES IHFCKYTHQSDVISYCVTVIEL, TFCAEPYACLRLAEVPDLLEKCERLAQEQI TIDW VY

..................................... My B II'ANNINY 1§ BGVTVWELMTFGAEPYAGLRLAEVPDLLEKGERLAQPQICTIDVYMVMY|
KTPIKWMALESIHFGKYTHQSDVWSYGVTVWELMTFGAEPYAGLRLAEVPDLLEKGERLAQPQICTIDVYMVMV

LLKSPSQVQVADFGVADLLPPDDKQLLYSEAKTPIKWMALESIHFGKYTHQSDVWSYGVTVWELMTFGAEPYAGLRLAEVPDLLEKGERLAQPQICTIDVYMVMYV|
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EY JRRCDYAA (A PASEYEE RAF ARV HYARLKTLROLEATOSAFONE DY FERLE RAACRT
ERBB3-213 EYMNRQRDGGGPGGDYAAMGACPASEQGYEEMRAFQGPGHQAPHVHYARLKTLRSLEATDSAFDNPDYWHSRLFPKANAQR T |ty
ERBB3-214 EYMNRQRDGGGPGGDYAAMGACPASEQGYEEMRAFQGPGHQAPHVHYARLKTLRSLEATDSAFDNPDYWHSRLFPKANAQRT, 649

IPRO06211 150
IPRO32778 130
DAY SRRl O-Nalel s b RN E Y MNRQRDGGGPGGDYAAMGACPASEQGYEEMRAFQGPGHQAPHVHYARLKTLRSLEATDSAFDNPDYWHSRLFPKANA QR TRy
ERBB3-201 EYMNRQRDGGGPGGDYAAMGACPASEQGYEEMRAFQGPGHQAPHVHYARLKTLRSLEATDSAFDNPDYWHSRLFPKANAQR T iy
ERBB3-230 EYMNRQRDGGGPGGDYAAMGACPASEQGYEEMRAFQGPGHQAPHVHYARLKTLRSLEATDSAFDNPDYWHSRLFPKANAQR TmwA:X]
ERBB3-228 EYMNRQRDGGGPGGDYAAMGACPASEQGYEEMRAFQGPGHQAPHVHYARLKTLRSLEATDSAFDNPDYWHSRLFPKANAQR Tju®isx}
ERBB3-227 EYMNRQRDGGGPGGDYAAMGACPASEQGYEEMRAFQGPGHQAPHVHYARLKTLRSLEATDSAFDNPDYWHSRLFPKANAQR Tjguex}
ERBB3-203 EYMNRQRDGGGPGGDYAAMGACPASEQGYEEMRAFQGPGHQAPHVHYARLKTLRSLEATDSAFDNPDYWHSRLFPKANAQR Tjewis®}
IPR0O00494 121
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